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2 Erratum
Correction
In the article, ‘Comparative performance of the BGISEQ-500 vs Illumina HiSeq2500 sequencing platforms for palaeogenomic sequenc-
ing, GigaScience 2017 6:8’ by Mak et al. [1], the first author’s names appear incorrectly in References 104 and 105.
The correct names in References 104 and 105 are:
104. Mak SST, Gopalakrishnan S, Carøe C et al. Supporting data for ‘Comparative performance of the BGISEQ-500 vs Illumina se-
quencing platforms for palaeogenomic sequencing.’ GigaScience Database 2017. http://dx.doi.org/10.5524/100303 (accessed 1 March
2017)
105. Mak SST, Gopalakrishnan S, Carøe C et al. Protocols from ‘Comparative performance of the BGISEQ-500 vs Illumina sequencing
platforms for palaeogenomic sequencing.’ protocols.io 2017. http://dx.doi.org/10.17504/protocols.io.h99b996 (accessed 1 March 2017)
There is an error in numbering of Supplemental Table S6 in Supplemental File F1. The correct numbering should be Supplemental
Table S7 and its corresponding text in the last sentence of first paragraph in Supplemental File F1 should be: Supplemental Table S7
gives an overview of the different conditions, amount of enzyme and addition of Reaction Enhancer.
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